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@ A species identification tool

@ using phylogenetic methods
@ available on the internet.
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About DNA Surveillance

What is DNA Surveillance?
@ A species identification tool
@ using phylogenetic methods

@ available on the internet.

How does it work?
Input: Unknown Sequence + Reference Alignment

Output: Phylogenetic Tree
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About DNA Surveillance

What is DNA Surveillance?
@ A species identification tool
@ using phylogenetic methods

@ available on the internet.

How does it work?
Input: Unknown Sequence + Reference Alignment

Output: Phylogenetic Tree

Statistical Support
@ Bootstrapping
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@ No sources available.

@ Current system can not be maintained.
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@ No sources available.
@ Current system can not be maintained.

@ Maintainability
o Usability
o Flexibility

e Modularity
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Tasks

Modules
@ Database Schema
@ WebApp for Reference Alignment Setup
@ Option for auto-generating DNA Surveillance Instances
@ WebApp for Users
@ Phylogenetics Server
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@ WebApp for Users
@ Phylogenetics Server

Preceding Work
Re-engineering started by Waltraud Sichart in 2009
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Tasks

Modules
o Database Schema
o WebApp for Reference Alignment -Setup
@ Option for auto-generating DNA Surveillance Instances
@ WebApp for Users
@ Phylogenetics Server

Preceding Work
Re-engineering started by Waltraud Sichart in 2009
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Contact -
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O ratFile PNG1 Control Region 1 F84 not public
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The New User Interface

User Input Environment

Enter a Sequence:

Required:
@ Reference Alignment
@ Unknown Sequence

e S s — @ or File of Sequences
Optional:
Please select a reference alignment: .
® COl Barcode region Y Bootstrap AnalySIS

Bootstrap replicates: | lo bootstrapping v| with threshold |50% -
Submit

Conclusion
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The New User Interface

Output:

About the Results DNA Surveillance | NCBI BLAST

DNA Surveillance results

Mushos2

Results:

@ Phylogenetic Tree
@ Distance Matrix
@ BS-Results

In addition:
@ BLAST-Result

Expansion: () Line weight:[ 1] Soto
[] &lign Tip Labels Font size:[ o/ options
[ Table view | [ view options ||_export tres || _xport image

Conclusion
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New DNA Surveillance

@ consists of modules

@ provides extended functionality and
@ is maintainable
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Conclusion

In a nutshell. ..
New DNA Surveillance
@ consists of modules
@ provides extended functionality and

@ is maintainable

Open Tasks
@ More Tests (+ Bugfixing)
@ Final Release



Thank you for your attention!
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Questions?
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